
Sample: N=14 studies, published between 2002 and 2020

Design: RCT w/ parallel control group (n=12) and cluster RCT (n=2)

Settings: Cancer research institutes and teaching hospitals

- USA (n=7), Australia (n=4), Netherlands (n=2), Sweden (n=1)

Outcomes: Family communication (e.g. frequency, proportion of relatives)

Uptake of cascade genetic testing (e.g. proportion of relatives)

Knowledge of cancer genetics (e.g. number of correct items)

Anxiety

Depression

Risk perception

Conclusions

 Interest about family communication and cascade genetic testing for

HBOC and LS worldwide, but there are few rigorously tested

interventions

 Quality appraisal varies between the studies

 Interventions show promise for improving cancer predisposition cascade

genetic testing for HBOC and LS

Introduction

 1 in 8 individuals with cancer carry a germline pathogenic variant

associated most with Hereditary Breast and Ovarian Cancer (HBOC) or

Lynch Syndrome (LS)

 Identification of germline pathogenic variants has implications for the

patient and her/his blood relatives. Disclosure of genetic test results to

untested blood relatives is the sole responsibility of the index

patient. However, less than 50% of blood relatives of individuals with

HBOC or LS get cancer predisposition cascade genetic testing

 Interventions that support mutation carriers disclose genetic test results

can facilitate family communication about hereditary cancer risk and

provide relatives with accurate and credible information about cascade

genetic testing

Aim

Methods

Contact Ms. Vasiliki Baroutsou 
vasiliki.baroutsou@unibas.ch or 
Prof Dr. Katapodi Maria maria.katapodi@unibas.ch
for more information or to discuss this poster further

Electronic Database Search

Embase via Elsevier, Medline and 

PsycInfo via Ovid, and the 

Cochrane Central Register of 

Controlled Trials (CENTRAL)

Inclusion criteria

1. Experimental studies that describe testing of intervention effects and

provide quantitative outcomes

2. Published in peer-reviewed journals to enhance methodological rigor

3. The intervention had to:

 target mutation carriers and/or at-risk individuals belonging to

mutation harboring families

 psychosocially, behaviorally, or cognitively oriented

 address family communication and/or cascade genetic testing for

HBOC or LS either as primary or secondary outcome

Exclusion criteria

1. Studies that were:

 descriptive, providing qualitative outcomes (e.g., focus group data)

 protocols of randomized trials, reviews, commentaries, etc.

 conference abstracts without a subsequent peer-reviewed

publication

 non-English

2. The intervention targeted:

 disease other than HBOC or LS (e.g., lung cancer)

 healthcare providers involved in genetic consultation

 individuals considering genetic testing, but not coming from

mutation harboring families (ie., cascade genetic testing is not

applicable)

 non-adults

Interventions facilitating family communication of genetic testing results and 

cascade screening: A systematic review and meta-analysis 

 This study aimed to identify and synthesize outcomes of interventions

designed to facilitate family communication of genetic testing results

and/or cancer predisposition cascade genetic testing, with a focus on

HBOC and LS
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Data Extraction

Quality assessment and data 

extraction is undertaken with 

Covidence Software 

www.covidence.org

Figure 1. PRISMA flow diagram for study selection 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Records identified through database searching (n = 3670) 

[Embase (n = 1329), Medline (Ovid) (n = 1566),  

CENTRAL (n = 652), PsycInfo (n = 123)] 
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Records after duplicates removed (n = 2,767) 

Records screened on title/abstract (n = 2,767) 

Records excluded (n = 2,665) 

 Wrong population (n=827) 
 Wrong outcomes (n=684) 
 Wrong design (n=259) 
 Did not include intervention 

(n=895) 

 

 

Full-text articles assessed for eligibility 

(n = 102) 

Full-text articles excluded (n=88) 

 Wrong population (n=5) 

 Wrong outcomes (n=35) 

 Did not include intervention (n=27) 

 No full-text available (abstract etc.) (n=12) 

 Full text in non-English (n=2) 

 Duplicated publications (n=2) 

 Not random control group (n=5) 
 Studies included in narrative synthesis 

(n = 14) 

Studies included in meta-analysis 

(n =13) 
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